
E. pyrifoliae strain Ep1/96B

A Additional file 4. A scheme for involvement of proteins from E. pyrifoliae,
E. tasmaniensis and E. billingiae in assembly of the T6SS.
A. The model with basic components of the T6SS was adapted from Filloux et al.
(2008). The ClpV ATPase (orange) may be involved in the transport of Hcp (yellow) and
VgrG (dark green) across the cell envelope. Hcp proteins are supposed to be secreted
independently. VgrG may be released into the eukaryotic cell or to the bacterial cell
surface. Lip (pink) acts as putative outer-membrane lipoprotein. IcmF (blue) and DotU
(red) are inner-membrane proteins, probable interacting with ClpV. The level of
phosphorylation of the Fha protein (brown) regulates T6SS activity. Stk (green) is the
Ser/Thr kinase and Stp (light green) represents the corresponding Ser/Thr phosphatase.
B. T6SS region of the analyzed strains show a conserved gene order and content for the
genes assigned to the T6SS. Genes only assigned by the usage of TIGRFAM are
highlighted (grey). Genes without functional assignment to T6SS are not colored. All
strains encode for a second island associated to T6SS with weak identities to the other
and differing in gene content at least. The assignment of a second putative lipoprotein in
strain Ep1/96 also remains unclear. The absence of the putative secreted vgrG gene
within the first T6SS region of strain Eb661 could be the result of a translocation
because vgrG-like genes as well clpV-like genes occur scattered over the chromosome.
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E. pyrifoliae strain Ep1/96

locus tags: EpC_06150-500 2,200,371-2,205,626
locus tags: EpC_19520-50

706,904672,050

E. tasmaniensis strain Et1/99

locus tags: EtA_06110-410 2,113,880-2,117,925
locus tags: EtA_18630-50

E. billingiae strain Eb661

706,663676,756 2,079,151                    2,087,617
locus tags: EbC_05770-970

locus tags: EbC_18350-410
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